k__Bacteria;p__Bacteroidetes;c__Bacteroidetes_[C-1];0_ Bacteroidetes_[O-1];f_Bacteroidetes_[F-1];g_ Bacteroidetes_[G-7];s__sp._oral_taxon_911 nov_84.97%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Bacteroidaceae;g__ Bacteroides;s__fragilis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__multispecies_spp407_3
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g_ Bacteroides;s__thetaiotaomicron
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus;s__avium

k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f __Enterococcaceae;g__Enterococcus;s__multispecies_spp252_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__multispecies_spp215_2
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__Ruminococcus;s__faecis_nov_100.00%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Lachnoclostridium;s__glycyrrhizinilyticum
k__Bacteria;p__Firmicutes;c__Erysipelotrichi;o__Erysipelotrichales;f__Erysipelotrichaceae;g__unclassified_Erysipelotrichaceae;s__sp._str._cont1.113_nov_94.14%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s_ varium
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__ Cupriavidus;s__basilensis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Cupriavidus;s__numazuensis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Oxalobacteraceae;g_ Cupriavidus;s__multispecies_sppn328_2_nov_96.10%
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Oxalobacteraceae;g_ Herbaspirillum;s__aquaticum
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Oxalobacteraceae;g_ Herbaspirillum;s__frisingense
k__Bacteria;p__Proteobacteria;c_ Betaproteobacteria;o_ Burkholderiales;f _Oxalobacteraceae;g_ Herbaspirillum;s__frisingense_nov_97.39%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Escherichia;s__coli

k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp360_9



