k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__sp._oral_taxon_180
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__denticola
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s_ granulosa
k__Bacteria;p__Bacteroidetes;c__Sphingobacteriia;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__hotanense_nov_98.67%
k__ Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__NA;g__Gemella;s__morbillorum
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__adiacens

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__multispecies_spp201_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__cristatus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__gordonii
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_sppl78_3
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__parasanguinis_I|

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__tigurinus
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Caulobacterales;f _Caulobacteraceae;g_ Brevundimonas;s__multispecies_spp470_4
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__multigenus;s__multispecies_spp500_5
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp360_9
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp486_7
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp504_4
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Xanthomonadales;f_Xanthomonadaceae;g__ Stenotrophomonas;s__hibiscicola
k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f_TM7_[F-1];,g_ TM7_[G-6];s_ sp._oral_taxon_870



