k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s_ sp._oral_taxon_172
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s_ sp._oral_taxon_180

k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__Rothia;s__dentocariosa
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__ Rothia;s__mucilaginosa
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__histicola
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o_Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__melaninogenica
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__salivae
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f Prevotellaceae;g_ Prevotella;s_ sp._oral_taxon_306
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__ veroralis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__multispecies_sppl_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__multispecies_spp24_14
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g__Megasphaera;s__micronuciformis
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__atypica
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g__Veillonella;s__multispecies_spp29_2
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__sp._oral_taxon_917
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_221
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_417

k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__parahaemolyticus

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-1];g_ TM7_[G-1];s__sp._oral_taxon_352
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